[Detection of nucleic acid sequences by bioluminescence. Importance of an internal reference system for qualitative and quantitative analysis].
Various luminescent detection systems were used to detect and quantify simultaneously several probes. For quantitative analysis, one probe was used as an internal standard to evaluate the amplification yield and the others to quantify the amplified target. After using hybridization in solution, accurate results were obtained. For a qualitative analysis, amplified sequences were hybridized to specific oligonucleotides which were labelled or immobilized. To compare amplified fragments to products of known sequences, we developed a more efficient technique based on DNA strand exchange occurring during hybridization in solution. This method allowed to detect a single base substitution in DNA fragments of 280 base pairs.